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The clinical diagnostic effect of L-form bacterium culture in

urine samples from patients with urinary infection
ZHENG Jing ZHENG ZhaoHun YANG Ping ZHANG Fan GUO Pu GUO Hui SUN Hong LI Xing-wu
( Department of Clinical Laboratory The First Affiliated Hospital of Bengbu Medical College Bengbu Anhui 233004 China)

Abstract Objective: To evaluate the clinical effect of LHorm bacterium culture in urine samples from patients with urinary infection.
Methods: Five hundred and ten urine specimens were examined with the routine and LHorm bacterium culture the isolated strains were
tested with drug susceptibility test. Results: Two hundred and thirty out of 510 urine specimens were identified as bacterial growth. Of
them 100 wild-type strains and 60 LHorm strains alone were isolated and both the wild-type and the LHorm strains from 70 urine
samples. The drug susceptibility test were displayed that all of the Lform strains were susceptible to macrolides and tetracycline
antibiotics while the wild-type to penicllium and cephem antibiotics. Conclusions: Most of the urinary infection may be attributed to L—
form bacterium. Therefore the LHorm bacterium culture should be done as a routine test and it contributes to the clinical diagnosis and
rational use of antibiotics.
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Detection of drug-resistant genes in

meticillinresistant coagulase negative staphylococcus by PCR assay
HUANG Feng QIN Shu-guo BIAN Qi=xia XU Yuan-yuan
( Department of Clinical Laboratory General Hospital of Wanbei Coal-Electric Group Suzhou Anhui 234011 China)

Abstract Objective: To investigate the seven drug-resistance genes in meticillinresistant coagulase negative staphylococcus
( MRCNS) in Suzhou area. Methods: The drug—resistance genes of mecA gyrA qacA/B/C qacA ermA/B/C ermB and TetM were
determined with polymerase chain reaction in 133 strains of MRCNS. Results: In the 133 strains of MRCNS the carrier rates of mecA
gyrA TetM qacA /B /C ermB qacA and ermA/B/C were 100. 0% 47.4% 51.9% 45.1% 25.6% 24.8% and 12. 0%
respectively. Conclusions: In Suzhou area of Anhui province the carrier rates of mecA qacA/B/C and qacA genes in MRCNS are
similar to that of other domestic regions but that of gyrA and TetM genes are higher and ermA/B/C and ermB lower.
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