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Study on the relationship between HCV-cAg,and HCV-Ab,HCV-RNA and liver function
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[ Abstract] Objective:To investigate the relationship between hepatitis C virus core antigen( HCV-cAg) and hepatitis C virus RNA
(HCV-RNA) , and association between levels of alanine aminotransferase ( ALT ) , aspartate aminotransferase ( AST) and glutamyl
transpeptidase ( GGT) ,and HCV-RNA viral load. Methods ; Seventy-eight patients with positive HCV antibody or suspected hepatitis C
were divided into the observation group,and another 20 healthy examinees were set as the control group during the same period. The
serum levels of HCV-cAg,HCV-RNA ALT, AST and GGT in two groups were determined by ELISA and fluorescence quantitative PCR,
and the relationship among the above parameters were compared. Results: In the observation group,the positive detection rate of HCV-
cAg was 41.0% (32/78) , the positive detection rate of HCV-RNA was 53. 8% (42/78) , the difference of which was statistically
significant( P <0.01) ,and there was a good consistency between the two groups(k =0.747). The levels of ALT,AST and GGT levels
in observation group were significantly higher than those in control group(P <0.01) ,but there was no significant correlation with HCV
RNA viral load (P > 0. 05). Conclusions: The HCV-cAg and HCV-RNA have good consistency and correlation in the detection of
hepatitis C,and can provide valuable basis for the clinical diagnosis of hepatitis C.
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Investigation and analysis of the noninvasive

DNA prenatal testing in 2 932 pregnant women in Huaibei area
WANG Su-xia, CHEN Qiong-qiong, CHENG Li
( Department of Clinical Laboratory ,Maternity and Child Care Center of Huaibei,Huaibei Anhui 235000 ,China)

[ Abstract] Objective:To analyze the results of noninvasive DNA prenatal testing( NIPT) in 2 932 pregnant women in Huaibei area,
and its related influencing factors. Methods: The high-throughput sequencing method was used to analyze the chromosome of fetal free
DNA. The positive results were confirmed by amniotic fluid puncture. The chromosome microarray analysis in fetus with copy number
variation( CNV) was performed. Results; The overall high risk detection rate of NIPT in 2 932 pregnant women was 1.43% (42/2
932). Among different ages pregnant women, the differences of the trisomy syndrome,sex chromosome abnormalities and total high risk
detection rate were statistically significant( P <0.05 to P <0.01) ,and the difference of the CNV was not statistically significant( P >
0.05). There was no statistical significance in the detection rates of trisomy syndrome and sex chromosome abnormality between rural
and urban pregnant women( P >0.05). The detection rates of CNV and total high risk in rural pregnant women were higher than those
in urban pregnant women( P <0.05 and P <0.01). Conclusions; In Huaibei area,the main NIPT is trisomy syndrome , abnormalities
and the risks of sex chromosome and CNV are relatively high.
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