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[HBE] 8 4 3557 cire_0001178 $ [ miR-1179 Ji¥4 B #E AGS RIS AAT-AIMLE . & ok GBI 33 ] 15 R84 4L R g 55 4 4
bR, SERT DI i PCR A cire_0001178 Fl miR-1179 9 R 3K 7K 5 F B S AU LR AGS BEMLAY A si-NC 41 | si-circ_0001178
#H .miR-NC 41 .miR-1179 41 ,si-circ_0001178 + anti-miR-NC £ ,si-circ_0001178 + anti-miR-1179 41 ; 5% ] 52 BT i S2 364G, I 5 e
TE BCE, MITT V46 00 200 L 355 44 , 3 4 B ARG U A T, Western blotting VEAG I 8R [ 383K 5 SR P XSG Z W HR45 S2 A I cire
_0001178 F1 miR-1179 MFER KR, 4 . BIEAL circ_0001178 F2ik /K VI & T 254121, 1 miR-1179 Fik/KF-0H B
X TIREBHLU(P <0.01) . M cire_0001178 FXaEiT 735 miR-1179, AGS 20 55 T8 B0 /0 | 40 M35 PEFR AR, AGS 41ty
TR ,cleaved-caspase3 I cleaved-caspase9 FIRIK TR (P <0.05) , % # 3] cire_0001178 &35 W] e 1 #E 1] F 4
miR-1179 $%] B AGS M5, 7% AT,

[REIR] B Mg, 3658 ; BT ; cire_0001178 ; miR-1179
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Study on the mechanism of circ_0001178 targeting miR-1179

to regulate the proliferation and apoptosis of gastric cancer AGS cells
WANG Ji, WU Xiao-wei, YAN Ni
( Department of Gastroenterology , Hanyang Hospital Affiliated to Wuhan University
of Science and Technology , Wuhan Hubei 430050 , China)

[ Abstract] Objective;To explore the mechanism of circ_0001178 targeting miR-1179 to regulate the proliferation and apoptosis of
gastric cancer AGS cells. Methods; The expression levels of circ_0001178 and miR-1179 in 33 samples of gastric cancer tissue and
adjacent tissues were detected using the real-time fluorescent quantitative PCR. The gastric cancer cell line AGS was randomly divided
into the si-NC group, si-circ_0001178 group, miR-NC group, miR-1179 group, si-circ_0001178 + anti-miR-NC group and si-circ _
0001178 + anti-miR-1179 group. The number of clone formation was detected using the clone formation experiment,and the cell viability
was detected using MTT assay. The apoptosis and protein expression were detected using the flow cytometry and Western blotting,
respectively. The dual luciferase reporter assay was used to detect the targeting relationship between circ_0001178 and miR-1179.
Results : The expression level of circ_0001178 in cancer tissue was higher than that in adjacent tissues, while the expression level of
miR-1179 in cancer tissue was lower than that in adjacent tissues (P < 0. 01 ). The inhibition of circ _0001178 expression or
overexpression of miR-1179 could reduce the number of AGS cell clone formation, decrease the cell activity, increase the AGS cell
apoptosis rate,and increase the expression levels of cleaved-caspase3 and cleaved-caspase9 (P <0.05). Conclusions: Inhibiting the
expression of circ_0001178 may inhibit the proliferation of gastric cancer AGS cells, and induce cell apoptosis by targeting up-regulation
of miR-1179.

[ Key words ] gastric neoplasms ; proliferation ; apoptosis ; circ_0001178 ; miR-1179
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) ; Trizol 3], ¢ ¢ 2 & PCR i F & H H A
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Sciencell 23 7] ; RIPA £ 1 24 ff i W B L 76 D1 1d-
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1.3 mppsasom B ACS & ML 7
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AGS 41, iC M si-NC 4 | si-circ_0001178 #H , miR-
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miR-NC ,anti-miR-1179 25 YL % AGS 4, 10K si-
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anti-miR-1179 2, X} HRAL B MR IR, AR TH64L

1.4 S8k 3% k% & PCR(RT-gPCR) #& M circ _

0001178 #= miR-1179 %9 &k K-F $REE AL |
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FIEULHIEAT PCR, MR R IA | H 2 7229 k013,
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HA(P <0.01) , 1 miR-1179 2235 7K -0 A% T4
EHA(P<0.01) (WFE),

F1 circ_0001178 #1 miR-1179 EBE AR P ERIE

(n, =33;% +5)

il cire_0001178 miR-1179
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P <0.01 <0.01
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Fz2 HDH cire_0001178 Fik 3t B AGS HRIEEN
fid(n, =9;x )

il circ_0001178  SEREIE IR AL/ oD i
si-NC 41 1.00£0.00 89.62+7.77 0.71+0.05
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cleaved-caspase9 Fik7/KFEFHE (P <0.01) (R 3),
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2.4 circ_0001178 ¥e&if 4 miR-1179 # &k W
PR S I I 45 R WK, WT-cire_0001178 5
miR-1179 5% YL 20 il (1) 5 't 22 B IS PR AL T WT-cire
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miR-1179 0.43 +£0.04 1.02 £0.06
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RS circ_0001178 YEIE miR-1179 BIFRIE (n, =9;x £5)

il miR-1179 F P MSyy
pcDNA #H 1.00 =0.00
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F cleaved-caspase9 3¢k 7K Tt 5 s F A cire _
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BN AN T AAE | 813 50 4 KSR A Kaplan-Meier B 2 41908 A B9 A 77 R UEAT HCER, FERIHT Cox [B1JEAE RS 51 A%
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Clinical character and prognostic factors in adult neuroblastoma based on SEER database
ZHANG Yao' ,YANG Chen-xuan® LI Shi-lai’
(1. Laboratory Center ,Beijing Children's Hospital ,Capital Medical University , Beijing 100045 ;2. Department
of Surgery ,Cancer Hospital ,Chinese Academy of Medical Sciences and Peking Union Medical College ,Beijing 100021 ;
3. Department of Emergerncy Medicine ,The First Affliated Hospital of Gangxi Medical University , Nanning Guangxi 530021 ,China)

[ Abstract] Objective: To analyze the disease characteristics and prognostic factors of adult neuroblastoma ( NB) using tumor
epidemiological data collected from the SEER database. Methods: We extracted data of primary NB patients diagnosed by positive
histology during 1975 — 2016 from the SEER database. Patients were grouped into adults and adolescents according to the age of
diagnosis. The competing-risk model and Kaplan-Meier plot were used to compare survival rates. Cox regression model was used to
identify prognostic factors in adult patients. According to the multivariate model ,a nomogram was developed to assist clinical diagnosis
and treatment. Results: The prognosis of adult patients was worse than that of adolescents (P <0.01). Univariate analysis of adult NB

revealed that age = 50 years old, surgical treatment, the

primary tumor site of nasopharynx, peripheral nervous system,
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histological subtypes, and chemotherapy were all prognostic
factors (P <0.05 to P <0.01). The adjusted multivariable
analysis showed that age, surgery, and the location of the
primary tumor had statistically significant effects on
the survival rate of patients (P < 0. 05 to P < 0. 01).
The established nomogram was used to predict the 3-year and
S-year survival rates of adult NB patients. The internal
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