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[HBE] a % . %33/ RNA(microRNA , miR ) -5585 5p T 2R R PEERE (Z R (plgR) FIXHHLA pleR AFLMVEAL R R
PEZLIR IR LR 22 5 3R08 . F ok SRR B A5 ik, R 6 i i R 40 RS0 %2, 23 B miR-5585-5p X plgR Ay iR
FER, LR plgR 7EFLARIE A 205 1E 3 ZUR A U h i 25 ek R AT AE AR 0T R SO E & PCR AR, K2l miR-5585-5p X
pleR BYTRFEAE T 5 SR P e 2 24k 2% Dy o i) 2L it 358 i A S A A i 2 280 AR A 98 i N TE 8 FLAR L 2 plgR 3Rk 1S
W, IA3HT plgR Z2ik S LARIERR A A BIARAE B] C R, £ . P9O6E R PCR 45 B8, miR-5585-5p K plgR ik (P <
0.01) ; A=W1E B0 om , plgR FEZLARIER A 2ARR KB BE (P <0.01) ; A LU 5 R BoR R R8240 ke
S5 R4 H M HER-2 \ER FRiEM AN plgR Rk ZE R HFHIT4E L (P <0.05 ~P<0.01), % #:miR-5585-5p L[] 2
plgR Fik , IS FUMER A TS AHOC , 3R FmT BB W VE A Wbn 54 , 5 Db T LRI 09 43T 8 T I B 7 Jr e 8%
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Expression and significance of polymeric immunoglobulin

receptor regulated by miR-5585-5p in breast cancer
MEI Shuai' , PEI Wen-hao> , WU Qian’ ,HUANG Chi’ ,LI Yi-tong’ ,XU Pei-hai' , LIU Jun-tao' ,DING Yong-xing'
(1. Department of General Surgery,The Bengbu Third People's Hospital of Affiliated Hospital of Bengbu Medical College,
Bengbu Anhui 233000 ;2. Anhui Province Key Laboratory of Translational Cancer Research ,Bengbu Medical College
3. Grade 2020 ,School of Clinical Medicine ,Bengbu Medical College ,Bengbu Anhui 233030 ,China)

[ Abstract] Objective:To investigate the expression of polymeric immunoglobulin receptor ( plgR) regulated by microRNA (miR)-
5585-5p and the differential expression of plgR in breast cancer tissue ( BRCA) and non-cancer tissues ( NCT). Methods:
Bioinformatics method was used to analyze the regulatory effect of miR-5585-5p on plgR,the expression of plgR in breast cancer and its
effect on survival and prognosis of patients. Fluorescence quantitative PCR was used to detect the regulatory effect of miR-5585-5p on
plgR. Immunohistochemical method was used to detect the expression of plgR in tumor tissues of breast invasive ductal carcinoma
patients and normal breast tissues of non-cancer patients, and to analyze the relationship between the expression of pIgR and the
clinicopathological characteristics of patients in BRCR group. Results: miR-5585-5p down-regulated the expression of pIgR (P <
0.01). Bioinformatics analysis showed that the expression of pIgR was low in breast cancer patients (P <0.01 ). Immunohistochemical
results showed that there were significant differences in the expression of pIgR among patients with different histological grades,lymph
node metastasis numbers and HER-2, ER expression (P <0.05 to P <0.01). Conclusions: miR-5585-5p targets to regulate the
expression of plgR and is associated with the prognosis of breast cancer patients,suggesting that it may be used as a biomarker to help
molecular typing, prognosis judgment and treatment scheme selection of breast cancer.

[ Key words] breast cancer;microRNA-5585-5p ; polymeric immunoglobulin receptor
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SR 47 L T
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